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Figure 5- Extended figure. Disrupted regulation of photosynthetic complexes in OX:RSH1 
versus wild type. Relative transcript levels under -N for OX:RSH1 versus wild type for nuclear 
(black) and chloroplast (green) genes encoding subunits of the indicated photosynthetic 
complexes. Solid colors indicate significantly different changes in expression, transparent colors 
indicate non-significant changes.


